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OrgFilc : containing list of organisms 
ProtFile : containing protein sequence 
PepFiic : containing list of peptides 
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PEPSTITCH 




Peptide!. PID L Loci. Genomel of Record 1 & Pcptide2. 
PID2. Loc2. Genome2 of Record 2 from the Input file 
sorted on the basis of location within PID 



Peptide 1 - New Peptide. 
PID1-PID2, 
Loci - Loc2 
Genomel = Genomc2 
Read peptide, location, 
PID, genome of next 
record as Peptide2, 
Loc2, P1D2, Genome2. 



New Peptide = Peptide 1 + 
last amino acid of 
Peptide2; flag = 0 
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New Peptide » Peptide 1 




Write New Peptide, 
cl, PED1, Genomel io 
Invariant. txl file; flag =1 



Write New Peptide, Loci, 
PID], Genomel to 
Invariant.txt file 



Write Peplidc2, Loc2, 
PID2, Genome2 to 
Invariant.lxi file 
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